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GAGACGGTACTCGTCTfCTmffia? »HgTCT?NTATTACTAOAA.-—.TTTTOCTCCCNGAGAX: 

iqctg^catggcagaggaBHm gcagagnataatcatctt««..aaaacgagggnctctg 
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*t M«MJJ4 ( #a li>iW-ir) tattactagaa ttttgc 

frftfc* TCATCTT"—' AAAACGAGGG 
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( $£<5 10 W l*) G^HJDAGTAGAA .TTTTGCTHjH33B C Je* ii) M>Wd) 

tWy?Tm TCATCTT"""AAAACGAprngg^ 
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CAC ACA COT CTC GTA t ta rtTA rt a a ar-A AOg TCft TTT TTA AAC TAT TCfi 
Bf& nrA att «at can hat next rat tct TTT_SG 
Length: 80 nt Overlap: 26 nt 

CAC ACA CGT CTC CGG oaff reft AA G VAC, GTC . ART T AT ATT CAA TAT GGA 

a*<S AAT *B1 ACtA ACT AAQ S 

Length: 67 nt Overlap: 24 nt 

CAC ACA CGT CTC GTA t ta OTA RAA ACfr AOS CAT TTT TTC - ATG AAG GAC 
aart rra a a t tva ota ttt tta ere TOT GAG CTC TTC ART 6G 
Length: 69 Overlap: 26 nt 

CAC ACA COT CTC CGG fiAO CttA AA ft cag ffl^A aar cat tto aat gsa tat 

ffAA TTC SAC* TTT ACT TTT C 

Length: 67 nt Overlap: 27 nt 

RftlX-5'WPA (0 

CCA ACC CGT CTC CTA t ta <yr& a aa ACA Ana TAC TTT TTT GQA CAG TAT 
floa run PAA ATA OTA <aca tttc CCA CAA Cta TCT CAA TGC ATG TGT GAG 

<3AA fi^A g 

Length: 103 Overlap: 25 nt 

CCA ACC COT CTC CGG ftAB CGA AA« CAP OTA era ATT CAA AAT GGA AGA 
TTT TOT <3CQ AGA ATG CTT C 

Length: 67 nt Overlap: 27 nt 

CAC ACA CGT CTC CTA TTA ATA AAA ACA AGG GTG TTT TTC C 
Length: 40 nt Overlap: 22 nt 

CAC ACA CGT CTC CGG "Aft CAA AAn CAW GGG AAA AT^ AAA AAC A AC C 
Length: 46 nt Overlap: 29 nt 
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CAC ACA CGT CTC CTA ^ p.ta G A & &CR AGG OTA TTT TTC TTT AftT-JG 

Length: 47 nt Overlap: 30 nt 

CAC ACA COT CTC CGG CA& AA*3 ra« QGT AGA TOR TCA CTC 

Length; 42 nt overlap: 26 nt 

p»it-s«wwa H> 

CAC ACA CGT CTC CTA T TA OTA GAR ACA AGG ROT TTT TTG AAC AAft C! 

Length: 46 nt Overlap: 29 nt 



PnlT-3'WHA rf/t> *'?o> 

CAC ACA CGT CTC CGG ra& AAA r-Att GAG TTT AAA TGA RTC CAR ACT 

Length: 48 nt Overlap; 32 nt 

Lij CAC ACA CGT CTC CTA T TA GTA GA A ACA AGG TAG TTT TTT ACT CCA GC 
Length: 47 nt Overlap: 30 nt 

[II pftl.T-3 'WM ( »0» i^/o'.Tz) . 

CAC ACA CGT CTC CGG GAG CAA AAG CAG OTA GAT ATT GAA AG 
Length: 41 nt Overlap: 26 nt 

CAC ACA CGT CTC CTA TTA GTA GAA ACA AGO GTG TTT TTT ATT ATT AAA 
TAA GC 

Length: S3 nt Overlap t 36 nt 

PnIX-3'WNS ((e* I* VOlW) • " ' 

CAC ACA COT CTC CGG GAG., CAA AAG PAG GGT GAC RRA GRC ATA flTG G 
Length: 46 nt Overlap: 30 nt 



Italics: BsmBI recognition sequence 

Underlined: Influenza virus sequence 

Unteriined + Bold: Influenza virus coding region 




((|iu/ndd) 0l 6o|) J&m smij\ 



h n z 
o r- 

cm co to 



CO 



> < <o > -a 

CM CM CM CM CM 

5 2 2 2 2 



HUH 




CO 

IS 

<2> 

si 



c 
o 

c 

o 
o 

o 
o 

a> 

(0 

"£ 

03 

E 
< 



(iai;uoo jo %) piajA srujA 



1 



4> 



3 

CM 

s 



i 



O) 
CM 

s 



i 

z 

CM 




Relative percentage of M2 incorpration into virions 
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Rg. Watanabe et al. 
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